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Table S1 
List of the samples used for the molecular phylogeny. Specimen identification is given together with herbarium location, collector and collection number, collection place and 
date. Abbreviations for herbaria: DAV: University of California, Davis. K: Royal Botanic Gardens, Kew, UK. P: Muséum National d'Histoire Naturelle, Paris, France. MO: 
Missouri Botanical Garden, Saint Louis, MO. NY: New York Botanical Garden, NY. A few species were collected in nature, in French Guiana (“live”). Abbreviations for 
Brazilian states: BA: Bahia. CE: Ceará. DF: Distrito Federal. GO: Goiás. MG: Minas Gerais. MT: Mato Grosso. PA: Pará. PB: Pernambuco. RO: Rondônia. SP: São Paulo. 
Abbreviations for Mexican states: COL: Colima. COAH: Coahuila. GRO: Guererro. JA: Jalisco. MICH: Michoacán. NA: Nayarit. OA: Oaxaca. PUE: Puebla. SON: Sonora. 
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Table S1 (continued) 
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Table S1 (continued) 
 

 
 
 



Figure S1 
Phylogeny of Manihot, based on the sequences of all three genes. This phylogeny therefore 
includes only 59 specimens. The tree shown here was obtained through a Bayesian analysis; 
the tree obtained by maximum likelihood had a similar topology. Posterior probabilities are 
indicated next to the nodes. No branch was collapsed. 
Comparison of this figure with Figure 1 of the main text shows that the addition of trnC–D to 
the dataset does not modify the overall topology. Mesoamerican species form a grade, and 
species from South America are derived.  
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Figure S2 
Reconstruction of character history: a) growth habit, b) fruit dehiscence, c) size of the 
elaiosome, d) seed size, e) presence of a starchy root or tuber, f) habitat. 
 

Figure S2a 
Reconstruction of the character “growth habit”, mapped onto the Bayesian tree. Posterior 
probability and bootstrap percentages for the ML reconstruction are shown next to the nodes 
(to the left and right, respectively, of the diagonal slash). Red: shrub; blue: tree; green: vine. 
Reconstruction method: parsimony. Viny growth habit has evolved at least three times 
independently (and a fourth time if we consider M. esculenta ssp. flabellifolia as a vine, which 
it can become when the surrounding vegetation becomes dense). The tree growth habit also 
evolved several times.  
 

 

 6



Figure S2b 
Reconstruction of the character “fruit dehiscence”, mapped onto the Bayesian tree. Posterior 
probability and bootstrap percentages for the ML reconstruction are shown next to the nodes 
(to the left and right, respectively, of the diagonal slash). Red: dehiscent fruit; blue: 
indehiscent fruit; white: missing data. Reconstruction method: maximum likelihood, Mk1 
model. Like the viny growth form, fruit indehiscence evolved at least three times 
independently, in taxa associated with forest-gap habitats.  
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Figure S2c 
Reconstruction of the character “elaiosome”, mapped onto the Bayesian tree. Red: 
inconspicuous elaiosome; light blue: moderately developed elaiosome; dark blue: conspicuous 
elaiosome; white: missing data. Reconstruction method: parsimony.  
Within the clade of south American species, reduction in size of the elaiosome occurred 
several times.  
A limitation of this analysis is that the functionality of the elaiosome (that is, its capacity to 
attract dispersing ants) is unknown for most species, notably for those recorded as having 
“inconspicuous” elaiosomes.  
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Figure S2d 
Reconstruction of the character “seed size”, mapped onto the Bayesian tree. Red: small seeds 
(seed length < 1 cm); blue: large seeds (> 1 cm). Reconstruction method: likelihood, Mk1 
model. Seed size is also very labile, both in Mesoamerican and South American species.  
 

 
 
 

 9



Figure S2e 
Reconstruction of the character “presence of a starchy root or tuber”, mapped onto the 
Bayesian tree. Red: presence of a tuber or reserve root; blue: no such reserve organs; white: 
missing data. Reconstruction method: likelihood, Mk1 model.  
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Figure S2f 
Character reconstruction for habitat, mapped onto the Bayesian tree. Red: cerrado. Orange: on 
rocks in the cerrado or other savannas. Blue: caatinga. Yellow: savannas other than cerrado. 
Green: forest or forest-savanna ecotones. Black: cultivated. Reconstruction method: 
maximum parsimony. 
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